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NMpenonaBaHue

2011- P®, MOTH, O6yuyeHune ctyaeHToB 1 acnupaHToB MIY(cdurandecknin

HacT.Bp. [HonronpygHbii, MIY(dusmdeckui dakynbteT, kadeapa 6noduankmn) n MOTU ncnonb3oBaHuUo 1

Mocksa dakynbTeT, CO3[aHUNI0 COBPEMEHHBIX MMMYIbCHBIX MNOCNef0BaTENbHOCTEN
kadenpa ana AMP cnekTpoMeTpoB 1 aHanun3y nonyyYyaemMbiX AaHHbIX.
B6rodusmkmn)
2020- LLiseums, YHuBepcuteT MpoBeaeHue nekumn n nabopaTopHbix paboT «Less is more:
2022 [éteGopr étebopra Focused Spectroscopy (FOSY)» Ha exxerogHbix
MeXAyHapoaHbIX Kypcax NOBbILLEHUS KBanudukaumm
"Biomolecular NMR: An advanced hands-on PhD course"
2016— MonbLua, Monbckas MpoBeaeHue oby4aroLwmx cemmHapoB no pabore ¢

2018 [AaHbCK,

Akagemusa Hayk

nporpammMamu ynpasrneHus AMP cnektpomeTtpamu: «NMR

Bapuwasa, side-chain relaxation» n aHanusa penakcaumoHHbIX AaHHbIX.
[No3HaHb
Pab6oTa
2020-2022 P®, OonronpyaHsin MOTU C.H.C.

Pabota B UBX

2018—HacrT.Bp.

HaBblku

Hayu4HbIn coTpyaHMK

FOSY-AMP — paspaboTtaHa MmeToauka nokanbHOro OTHeCeHne curHanos B “pearnbHOM BpemeHun”

rlpl/l nccneagoBaHun 6enkos, Kak npasuno, OCHOBHOM MHTepecC npeacTtaBnarnT Ux beHKLLMOHaﬂbHO—aKTMBHbIe

y4acCTKKn, KOTOPble OTBETCTBEHHbI 3a KN4YeBble NPOLUECChl B KaCckane Oronornyecknx peaKLlVII;I. MeTtog AMP-

CMeKTPOCKONnn no3BosideT Ha aTOMHOM YpOBHE B3ITAHYTb Ha 3TW npoueccChbl, 0AHaKo, Knaccmn4yeckme nogxoabl

HEM3MEHHO BKIOYAKT CTaAMIo NMOJIHOro OTHECEHUS curHanoB 6enka, YTo 3aHMMaeT MHOro I'IpI/I60pHOFO n

pa60qero BpEeMeHN. aT10 3a4acTylto ABNAeTCA «Y3KUM MEeCTOM» B ,qpar-,qmsaﬁH N CyweCTBeHHbIM caepXXmnsarowmm

hakTOpOM ANs BbINOMHEHWSI NPOeKTa B KpaTyanlume cpoku. PaspabatbiBaemasi ¢ 2018 roga B nabopaTtopum

oromonekynspHon AMP-cnekTpockonun metoauka FOSY (FOcused SpectroscopY) no3sonsieT npeogoneTb

AaHHble OorpaHn4eHunsd, nposoad OTHeCeHMne CMrHarioB nHTepecyrwero ydactka B Ted4eHne HeCKOJ1IbKnx 4acoB be3


https://www.ibch.ru/users/753

nocneayoLLero Tpyao3aTpaTHOro aHanuaa nonyyYeHHblX cnekTpoB. PaspaboTaHHbIi Noaxos Obin BbICOKO OLEHEH
npodunbHbIM cooblectBom Ha koHdepeHumax ENC, ICMRBS, Euromar, PERM, ISMAR u ycnewHo
anpobuposaH konneramu us LWeenuapun, LWeeunn, Micnanuu, CLUA, Mpeuun n Fepmanun.

BnageHue A3bikamMmu

PYCCKNI, aHTTIMNCKNIA

Hay4Hble MHTepechbl

PaspaboTka MeTog0B NOCTPOEHNS CTPYKTYPHO-AMHaMu4eckux mogenen (COM) 6enkoB BbICOKOW TOYHOCTH.
OkcnepumeHTanbHas cocTaBnsaioLwWwas BKOYaeT oNTUMMN3aLMIo U Co34aHne HOBbIX METOAMK NOSyYeHUst
WHopmMauumn o KOHPOPMaLMOHHOM Habope 1 BHYTPUMOIEKYNAPHON ANHaMUKN 6enka npy NomMoLLmM MeToa0B
AMP cnektpockonuu. Ocoboe BHMUMaHWe yaenseTcs M3MepeHnto napameTpoB, XapakTepuayoLwmxX NoABMKHOCTb
HokoBbIX Liener 6enka T.K. nocnegHue obnagatoT Hanbornee LWMPOKUM KOHOPMaLMOHHBIM MPOCTPaHCTBOM U
HernocpeACTBEHHO NoABEPXKEHbI ddhdEKTaM BHYTPU- U MEX-MOSIEKYNSPHOro B3anMogeNCcTBUS, YTO AenaeT ux
HaunyywmnMmn ceHcopamm (B CpaBHEHUM C OCHOBHON Lienbto benka). Teopetuyeckas coctasnstowas COAM
BKINtoYaeT mogenb 6enka (Hanpumep, M-TpaekToputo), KoTopasi npegocTaBnseT AeTanbHy0 NHMoOpMaLio O
cucteme. PaccuntaHHbIn Ha ocHoBe aTon M[-Tpaektopumn Habop dusnyveckmx namepsemoix AMP napameTpos,
Mo3BONSIET MPOBECTU KOMUYECTBEHHYHO OLIEHKY TOYHOCTM U AOCTOBEPHOCTU TEOPETUYECKON MOENMW.

Annpobauunsa MeToamKkn ocyLLecTBnsnack Ha 6enkax, npuHagnexallmx pasnMyHbIM Knaccam: BOAOPacTBOPUMbIE
rnobynspHele 6enkn, membpaHHble 6enkn U NPUPOAHO HECTPYKTYPUPOBaHHbIE Bernku. [Ins kaxaoro n3 aTnx
6ernkoB GbIN ONTUMU3NPOBAH CBOWM HAabop n3MepsiemMbIx Benu4dvH, Bxoaawmn B COM. NpegnoyteHne otgaBanoch
KONMMYECTBEHHbIM OLeHKaM TOYHOCTU MOZENM, XapaKTepM3YHOLLMM KaK SHepreTuyecko-KoOH(opMaLMOHHbIN
DanaHc, Tak u guHamuky Gerka.

PaboTa ocyuiectensnace B pamkax pykoBoacTtea npoektom POOUN 1-03-00950 n ganee 6bina npogorkeHa Kak
COCTaBHas 4acTb BbINOMHEHNst paboT no rpaHTam PHO.

YneHcTBO B coobLiecTBax

Yyactue B mexagyHapoaHom coobuiectse "Biophysical Society”, Member ID Number 57295

CteneHu 1 3BaHUA
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FpaHTbl U NPOEKTbI

2019- CTpyKTypHasa 6uonorusa MeMopaHHbix 6enkoB AN co34aHUSA HOBbIX NEKAPCTBEHHbIX U
2022 OMarHoCTUYECKUX CpeacTB

2014— CTPYKTYPHbIE OCHOBbI MONEKYNAPHbIX MEXaHU3MOB Nepeaayun curHana MHTerpanbHbIMu
2018 MeMOpaHHbIMK Genkamu | Tuna
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